
                                                       DAO-E rule tiles

                        R-00                                                                     S-00

      2<GATGGCGT CCGTTTAC  AGTCGAGG ACGGATCG>3                                 2>GCGGTTGT CCAACTTA  GGTCTAGG ACATCTCG<3
 1>TCACTCTACCGCA GGCAAATG  TCAGCTCC TGCCTAGCTCACT<4       00              1<CTCTACGCCAACA GGTTGAAT  CCAGATCC TGTAGAGCATCTC>4       00
                                                          00                                                                       00
 1<TAGAGGTAAGACC TGCGGTAT  AGATAGCA GGCTACTGGAGAT>4                       1>AGTGAGGCAATCC TGTAACGT  GCCGAACA GGCAAGCGAGTGA<4
      2>CATTCTGG ACGCCATA  TCTATCGT CCGATGAC<3                                 2<CCGTTAGG ACATTGCA  CGGCTTGT CCGTTCGC>3             

        (strands R00_1, R00_2, R00_3, R00_4)                                     (strands S00_1, S00_2, S00_3, S00_4)        

                        R-11                                                                     S-11

      2<GTTTGCGT CCTTGGAC  ATACTTGG ACGAGTTG>3                                 2>GTTTGAGG ACGCTATG  TTGTAGGT CCATGAGC<3
 1>TCACTCAAACGCA GGAACCTG  TATGAACC TGCTCAACTCACT<4       00              1<CTCTACAAACTCC TGCGATAC  AACATCCA GGTACTCGATCTC>4       00
                                                          11                                                                       11
 1<GTTCTGTCTCACC TGCTTTCG  TCACGGCA GGCTACAGTCTTG>4                       1>GTATGGCTCGGCA GGTGTCTC  ACGAATCC TGCTTACGGTATG<4
      2>CAGAGTGG ACGAAAGC  AGTGCCGT CCGATGTC<3                                 2<CGAGCCGT CCACAGAG  TGCTTAGG ACGAATGC>3

        (strands R11_1, R11_2, R11_3, R11_4)                                     (strands S11_1, S11_2, S11_3, S11_4)         

                        R-01n                                                                    S-01
                                                                                      T                      T
                                                                                     T GCAGAGCGTT  TTGAGGTAGC T
                                                                                     T CGTCTCGC      CTCCATCG T
        (strands R01n_1, R01n_2JC, R01n_3JC, R01n_4)                                  T                      T
                                                                                                      
    2JC<GCAACCGT CCACTTGG      GCAGTAGG ACGCCTCG>3JC                      2JC>GATGATGT CCTTGTAA      TGAAGCGG ACAACGAG<3JC   
 1>CATACCGTTGGCA GGTGAACC      CGTCATCC TGCGGAGCCATAC<4   11  11       1<AGAACCTACTACA GGAACATT      ACTTCGCC TGTTGCTCCAAGA>4   11  11
                                                          01  10                                                                01  10
 1<TAGAGCGAAAGCC TGAGCTAG      TCCAGACA GGTCATCGTCTTG>4                1>AGTGAGAACGACC TGATTGCG      TAATCTCA GGCATTCGGTATG<4
    2JC>GCTTTCGG ACTCGATC      AGGTCTGT CCAGTAGC<3JC                      2JC<CTTGCTGG ACTAACGC      ATTAGAGT CCGTAAGC>3JC
                                
                T                      T                                      (strands S01_1, S01_2JC, S01_3JC, S01_4)    
               T CGTCGCCT      GCTACCGC T
               T GCAGCGGATT  TTCGATGGCG T
                T                      T
  
                                                   DAO-E nucleating complexes
         

                                             A1S<CTGGTTCA GGTCG TGTCA GGAGACGGAAGTCG TCACT<A1S
                                    A4-S00>TCACT GACCAAGT CCAGC ACAGT CCTCTGCCTTCAGC>A2
                                                            A3-nick                      |<---        cpBr1              <---|
                                    A4-S00<TAGGA TGTTTAGG AGTAA GTTGG AGGAATGTAATGGT<A2  TGTATTGTAAAGTAGGTTATGTGATATGAGGTAGTTG      
...ACATAACATTTCATCCAATACACTATACTCCATCAAC   ATCCT ACAAATCC TCATT CAACC TCCTTACATTACCA     ACATAACATTTCATCCAATACACTATACTCCATCAAC...
   |--->        Br1                --->|   |--->            A5                 --->|     |--->        Br1                --->|

                                             A1S<CTGGTTCA GGTCG TGTCA GGAGACGGAAGTCG TCACT<A1S
                                      A4SV>CATAC GACCAAGT CCAGC ACAGT CCTCTGCCTTCAGC>A2
                                                            A3-nick                      |<---        cpBr1              <---|
                                      A4SV<TAGGA TGTTTAGG AGTAA GTTGG AGGAATGTAATGGT<A2  TGTATTGTAAAGTAGGTTATGTGATATGAGGTAGTTG
...ACATAACATTTCATCCAATACACTATACTCCATCAAC   ATCCT ACAAATCC TCATT CAACC TCCTTACATTACCA     ACATAACATTTCATCCAATACACTATACTCCATCAAC...
   |--->        Br1                --->|   |--->            A5                 --->|     |--->        Br1                --->|

Figure S7: DAO-E diagrams. Arrows point 5′ to 3′. Component subsequences of the nucleating strand are indicated.
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